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INTRODUCTION: Serum Neurofilament Light Chain (sNFL) is the most promising biomarker of disease activity and treatment efficacy in multiple sclerosis (MS). However its utilization for routine individual patient care is still to be demonstrated.

MATERIAL AND METHODS: Samples and clinical data for this study have been collected within our MS Biobank, that supports MS scientist in their research projects. sSNFL were measured by SIMOA assay in 79 HCs and in 961 MS patients (n=1130 samples). sNFL were cross-sectionally evaluated in MS patients
at different disease stages including diagnostic time, immediately before treatment, and during treatment with the main disease modifying treatments (DMTs).Clinical assessment was performed to evaluate correlations between sNFL, MRI and relapses.

RESULTS: sNFL cut-off values were defined testing HCs. Progressive MS patients showed higher sNF-L levels and a greater prevalence of high sNFL levels (32%) compared to relapsing MS patients (16%). Patients experiencing MRI and/or clinical activity close to sNFL dosage (+/-60 days) showed higher levels
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than stable patients; high NFL levels were observed in a substantial percentage of MRI active patients (72%) and clinically active patients (75%). All DMTs lower sNFL in RRMS patients treated for more than 12 months compared to untreated patients; though, 12% of treated patients still showed high NFL levels. L=
DISCUSSION AND CONCLUSIONS: This study provides a real-life picture of sSNFL in a large cohort of MS patients, showing that implementation of sNFL in everyday clinical practice could be revolutionary in the routine management of MS patients. The availability of a structured MS biobank improved the =
conduction of this large study, allowing: 1) fast recruitment of patients and organized collection of Samples and data, according to the Procedure of the biobank. 2) availability of samples and data to further studies raising from this one, including retrospective studies on the same patients. E
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