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MicroRNAs in urine help to identify acute rejection
after kidney transplantation

Introduction

Today, the performance of a graft biopsy remains the golden
standard for the diagnosis of transplant-related diseases, including
acute kidney rejection. However, the invasiveness of this procedure
and the inter-observer variability in the histological evaluation are
important limitations. Therefore, there is a need for non-invasive
diagnostic tools to detect acute rejection.

MicroRNAs (miRs) are small non-coding RNAs, which represent a
relatively novel type of biomarker, due to their stability in body fluids.

Objective

To investigate miR and protein expression
in urine sediment and supernatant of renal
transplant recipients

To determine the predictive value of a
combined cellular/molecular biomarker
platform in urine for detection of acute
rejection

miR profiling

Methods

miR quantification

 The expression of fifteen

* miR expression profiling was
performed on RNA isolated
from transplant biopsies and
urine sediments using .
commercially available RT-
gPCR miR panels.

miRs was quantified with
gPCR in an independent set
urine sediments.

Protein levels of CXCL-9,
CXCL-10, S100A8/A9
heterodimer, and soluble
HLA class | were assessed in
paired supernatant.
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