L
t l%lVl‘C o !nserm

' u NIVERSITE
I O e- TOULOUSE 1
ﬂ F Institut"es Maladies Inatitut aationst PA UL 5 ABATIER \niverscé

W !m de la santé et de la recherche médicale Ib=stitication of the MOMecular DEsetmmnants of establshed Cheoone Kidiey Disease

ACTIONS

g'

MARIE CURIE

—

POSSIBLE ROLE OF miRNAs IN OBSTRUCTIVE NEPHROPATHY

T. Papadopoulos' 2, J. Belliere' 2, J.Klein?, E. Neau'?, JL Bascands®’ ?, JP. Schanstra' 2

lInstitut National de la Santé et de la Recherche Médicale (INSERM), U1048, Institut of Cardiovascular and Metabolic Disease, Toulouse, France
2Université Toulouse Il Paul-Sabatier, Toulouse, France

Introduction — Objectives

mMiRNAs are small non coding RNA molecules (21 — 25 nucleotides) and their function is to control gene expression! Obstructive nephropathy (ON) can
cause hydronephrosis which, if not treated fast and efficient, may lead to kidney failure. ON is frequently observed in infants. Its pathophysiological
features involve fibrosis, inflammation, glomerular and tubular damage. Severe ON may lead to CKD in the long tt—:-rm2

Normal System Urateropelvic Junction Obstruction (UPJO)
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- 3 Aim of the study

Combining mouse miRNA and mRNA (tissue) and
human miRNA (urine) to obtain improved insight
in obstructive nephropathy.
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With ON N=10 and mRNAs from Micro arrays MRNA In vitro validation of the results
kidney tissue targets and RT-qPCR on the top miRNAs &
targets with the use of antagomirs
Results
: : : Effect of antagomir treatment on mRNA
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